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Intact ADC Characterization

www.waters.com/ADC
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H I C LC/UV C h araCte ri Zatl on THE SCIENCE OF WHAT'S POSSIBLE.

A: 125 mM Phosphate buffer, pH 6.7 with 2.5 M (NH,),SO,,
B: 125 mM phosphate buffer, pH 6.7

C: Isopropyl alcohol

HIC D: WaFt)erpy

4.6mm x 100 mm, 2.5 pm Gradient table:

Non-porous Time | Flow (mL/min) | %A | %B | %C | %D
Initial 0.700 50 0 5 45
10.00 0.700 0 50 5 45
10.01 0.700 50 0 5 45
30.00 0.700 50 0 5 45

3 35 4 45 5 55 6 65 7 75 8 85 9 95 10 105 11 115 12 125 13
Retention time [min]
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Cys ADC DAR via Intact Mass Analysis
SEC-LC/Native MS (Deglycosylated)

UV A280

Item name: HYS_ADC_Cys_Native_Low
Channel name: TUV 280

6.08
2
CYS'LOW o 25 pg load
5 926
0 T T T T T T T T T T T T T 1
0 1 2 3 4 3 7 g 9 10 11 12 13 14 15
Ttem name: HYS_ADC_Cys_Native_Mod
Channel name: TUV 280
5 024 6.36
=
Cys-Med ; | 25 pg load
g 930
o T T T T T T T T T T T T T T J
0 1 2 3 4 5 [ 7 8 9 10 11 12 13 14 15
Item name: HYS_ADC_Cys_Native_High
Channel name: TUV 280
= 643
Cys-High *| 25 g load
i Mg
g
2 0 T T T T T T T T T T T T T T i
0 1 2 3 4 5 B 7 8 9 10 1 12 13 14 15
Item name: HYS_ADC_Cys_Native_TAM
Channel name: TUV 280
5 595
=3
u
Cys-mADb :..{ 25 g load
g
8
<0 T u 7 T T T T 7 T y y y u u |
0 1 2 3 4 5 B 7 8 9 10 1 12 13 14 15

Retention time [min]

» Ammonium Acetate pH 7.0

» 50-250 mM

» No acid - No organic
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QTof TIC

Ttem name; HYS_ADC_Cys_Mative_Low
Channel name: 1: TOF MS (500-7000) ES1+ (TIC)
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Ttem name: HYS_ADC_Cys_Native_Mod
Channel name: 1: TOF MS (500-7000) ESl+ (TIC)
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3
)
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= 5e7 8385
T T T T T T T T T T T T T i
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Ttem name: HYS_ADC_Cys_Native_High
Channel name: 1: TOF MS (500-7000 ESI+ (TIC)
936
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g 28
£
5
o
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Item name: HYS_ADC_Cys_Native TAM
Channel name: 1: TOF MS (500-7000) ESI+ (TIC)
936
— 28
£
5
3
5 6.06
F 5e7 /\ 8.5
T T T T T T 7 T T T T T T i
1 2 3 4 5 5, 7 8 9 10 11 12 13 14 15
T Retention time [min] T

ADC Salt
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SEC—LC/MS Comblned RaW SpeCtra THE SCIENCE OF WHAT'S POSSIBLE.

Sample Combined Raw Spectra Zoomed Charge State

Itern name: HYS_ADC_Cys_Mative_Low Channel name: Combined : Average Time 6.4329 minutes : 1: TOF M5 (500-700... Ttem name: HYS_ADC Cys_Native_Low Channel name: Combined : Average Time 6.4329 minutes : 1: TOF M5 (500-700...
Description: Low, 12/09, Description: Low, 12/09,
189.7 7.35ed4 5189.7 7.35e4
= -~ 5381.8 — 70000 “I~
z 501065189 5189 F 51895 | 5189.9 52/15.6
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£ 5010.2 54103775 = 5162.n’|' 52182 52434
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0= f T T T T t f T 1 T T T T T T T T
4250 4500 4750 5000 5250 5500 5750 6000 6250 6500 5125 5150 5175 5200 5225 5250 5275 5300
Ttem name: HYS_ADC_Cys_Mative_Mod Channel name: (bmbined J Average Time 6.4329 minutes : 1: TOF M5 (500-70... Item name: HYS_ADC_Cys_Mative_Mod Channel name: Combined : Average Time 6.4329 minutes : 1: TOF M5 (500-70...
Description: mad, 12/09, Description: mod, 12/09,
4.91e4 491ed
— = 45000 5216.6—3216.7
a ] i~
5 5 521637\ 3272 o
< S 5189.8 521607 | 22175 “T
Cys-Med : = 5 2o S0\ sz frowas
£ g 51895 [~5159.9 saapg) L 52447 52705
o 42245 4377.8 4687.84868.7- . 5 51020 5117.3 5153.9 51624 951890 ’ 5270.8 5291453072
S o / / AT i 6350.6 £ 5000 1, / \ ! !
T T T T T T 1 T T — T T T T T T
4250 4500 4750 5000 5250 5500 5750 6000 6250 6500 5125 5150 5175 5200 5225 5250 5275 5300
Ttem name: HYS_ADC_Cys_Mative_High Channel name: (bmbined J Average Time 6.4329 minutes : 1: TOF M5 (500-70... Item name: HYS_ADC_Cys_Mative_High Channel name: Combined : Average Time 6.4329 minutes : 1: TOF M5 (500-70...
Description: high, 12/09, Description: high, 12/09,
. . 52705 5.12ed
5 50000 52?03- 709 312e4 7 50000 =5270.9
. £ 5470471~ 8711 1650 £ 52711
Cys- H Ig hé i S s216.4 52716
'E 25000 5066856467 E. 25000 57160" e 53727
= L 58425 £ 5102.4 J 5275152923
S 75.7| (156474 o 51165 51825 52155
£ / 50859 6446.1 E e 7 51430 1057 151896 /
0-== f T T T T T ' T 1 T T 7 T T T T T
4250 4500 4750 5000 5250 5500 5750 6000 6250 6500 5125 5150 5175 5200 5225 5250 5275 5300
Itern name: HYS_ADC_Cys_Mative_TAM Channel name: Qbmbined f Average Time 6.4329 minutes : 1: TOF M5 (500-70... Ttem name: HYS_ADC Cys_Mative_TAM Channel name: Combined : Average Time 64329 minutes : 1: TOF M5 (500-70...
Description: TAM, 12/09, Description: TAM, 12/09,
J " 5162.6 1.38e5
- W6 | 53538 139¢3 - 251626 €
7 51628 | 53535 £ 51625 167
2 100000 40846 “s169dl-s3506 55596 2 100000 | :
C S- mAb = 161 ) ! < 5161.9-"5162.4
= 4984.4 - ~5354. 5559.8 = 1\
] 10842 B16L7Y | 3163 Nt ~5560.1 57820 g 516177 [“5164.0
42522 _ 5157 5164, = 1/ 516027/ o .
g . ; 45174 ;{glg_ﬁ 3320.2 \ J 55611 L 6032;6 g . 5169.3
T T T T T T T 1 T T T T T T T T
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Observed mass [m/z] Observed mass [m/z]
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U N I F I Re po rt Of LC/M S (S EC) THE SCIENCE OF WHAT'S POSSIBLE.®

Distribution 26 Total
DAR
Mass Individual
DAR
Deconvoluted Intact MS Spectra accuracy

Item name: HYS_ADC Cys Mative_Low Channel name: MaxEntl : Combined : Average Time 6.3000 minutes : 1: TOF M...

Description: Low, 12/09, Pratein: PFl - R [ r— e B tem | o il s
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LC (R P) /M S M eth Od THE SCIENCE OF WHAT'S POSSIBLE®
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DAR CO m p arison Of M S THE SCIENCE OF WHAT'S POSSIBLE.®

Reversed-phase LC/MS by Waters

Item name: HYS ADC DeNa Lyn Dev 315 Channel name: Background Subtracted : MaxEntl : Combined : Average Time 6.6983 minutes : 1: TOF M5 (500-...
Description: lys low, new 0.5 mg/mL
144013.0 3.81e7

144388.0 DAR=1.96

2e7+ 144762.0

Lys-Low

145137.0

Intensity [Counts]

143957.0 145512.0
k)

145887.0 146262.0 145633.0 147012.0 147393.0

04

1 1 T T T T T T 1 1
1.435e5 144e5 1445e5 145e5 1.455e5 L4Be5 1.465e3 147e5 1475e5 1.48e5

Item name: HYS ADC DeMa Lyn Dev 316 Channel name: Background Subtracted : MaxEntl : Combined : Average Time 6.8380 minutes : 1: TOF M5 (500-...
Description: lys mad, new 0.5 mg/mL

144387.0 18¢7
1447620 DAR=3.40
7 1440130
£ 145137.0
[+]
L S— Med g 1e7 145511.0
Y z 145886.0
& 1462610
5 146635.0
E 1431280 1439360 1470
/ 143647.0 17710 1481540
0 -
1 1 T T T T T T 1 1
1435¢5  144e5  1445¢5  145¢5  1455¢5  146e5  1465¢5  147eS  1475¢5 1485

Item name: HYS ADC DeNa Lyn Dev 317 Channel name: Background Subtracted : MaxEntl : Combined : Average Time 6.8403 minutes : 1: TOF M5 (500-...
Description: lys high, new 0.5 mg/mL
144762.0 L.18e7

145137.0 1455110 DAR=4.33

145886.0

1674 144387.0

] 1462610
LyS -Hi g h 5e5] 146635.0
1470110

Intensity [Counts]

147386.0
143128.0 143958.0 147765.0
i \ 1481460

0_

1 1 T T T T T T 1 1
14355 1.44e5 1.445e5 145e5 1.455e5 1.46e5 1.465e5 147e5 14755 148e5
Item name: HYS ADC DeNa Lyn Dev 318 Channel name: Background Subtracted : MaxEntl : Combined : Average Time 6.5849 minutes : 1: TOF M5 (300...
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2D HIC/RP/MS

www.waters.com/ADC
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Multiple Isomers Resolved by HIC THE SCIENCE OF WHAT'S POSSTBLE?

3 35 4 45 5 55 6 65 7 75 8 85 9 95 10 105 11 115 12 125 13
Retention time [min]

©2015 Waters Corporation

Calculated DAR from HIC Analysis

2 5.62 288610  2.84 0.06
2 6.06 58009 0.57 0.01

6 8.4 1420982 14 0.84
6 8.89 469456  4.63 0.28
6 9.89 1015204 10.01 0.60

Total DAR 5.97
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2D-LC/MS (HIC/RPLC) Waters

for Isoform Structure Elucidation THE SCIENCE OF WHAT'S POSSIBLE
HIC (15t Dimension) Heart Cut 2D LC-MS RPLC/MS (2" Dimension)
4 peak 2
peak 1
J\ J L
1|4 1‘5 1|6 1|7

18 19 20 21

——————— Retention Time (min)
25 5 75 10 125 15 Possible sub-units using RPLC peak 1 peak 2

I Y )
23,575.0 Da  74,439.0 Da  125,302.0 Da 7 Y GiF

Y Y 23,575.0 Da 101,727.0 Da

101,727.0 Da  125,302.0 Da

G2F

A

A
3450 23550 23650 1.015€5 1.02e5 1.025
Mass [Da] Mass [Da]
©2015 Waters Corporation 16




Positional Isomers Determination
Using 2D-LC/MS

1st Dimension

2nd Dimension

Possible Structures

™
Waters

THE SCIENCE OF WHAT'S POSSIBLE.”

Deconvoluted Mass Spectrum

peak 1 peak 2
B) DAR 6a/b et / Y GOF
56 —
r"i Heart-cut XYy \ /
426 T ®© 23,575.0  102,484.0 _
£ o 8_ Da Da P4 GiF =
i 0¥
E ,:2% \ ( 23,575.0 Da 102,484.0 Da| \ /
K s
H 51,620.0 74,439.0 GoF
35 4 45 5 55 6 65 7 75 8 &5 0 of 0 4 15 16 17 18 1 Da Da " M h A‘ AJ\-\
Retention time [min] Retention time [min] 300 23600 23700 1023¢5  1028eS  1033e5
Mass [Da] Mass [Da]
C) DAR 6¢ et peak 3
X
Heart-cut  se peak 1 peak 2 peak 3
- 23,575.0  102,484.0 GOF GOF
- 1‘3? peak 2 Da Da —_ \
- = ju—
i %
- (;) o]
i Fae| Peak 1 ) ( / ( )
: i 1c6
e 21.620.0 [4:439-0 23 575.0 D 74,439.0 51,620.0 G1F
- 0 a a Da Da
315 4 45 5 585 6 65 7 75 B &S 9 45 14 15 16 17 18 19 G1F
Retention time [min] Retention time [min]

©2015 Waters Corporation

23500 23550 23600 236!
Mass [Da]

74200

Mass [Da]

51400 51600 S51E00 520000
Mass [Da]

74400 74600 74800

17
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Kadcyla - Trastuzumab Emtansine
Peptide Mapping Updates

www.waters.com/ADC
©2015 Waters Corporation 18
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. Waters
Kadcyla - Trastuzumab Emtansine THE SCIENCE OF WHAT'S POSSIBLE!

o Pt
0
fﬁo"p MCC = C12H1303N
anec 219.0895

Linker Modified
Antibody

QO Me
N SH
i‘ﬂ\r g/\’ Step 2;
Conjugation
Reaction

DM1 + MCC = C47H61N4013SCl
T-DM1 956.3644

Figure 1. Schematic of T-DMI conjugation: modification of lysines on
trastuzumab with SMCC linker and subsequent reaction with the
sulfhydryl of the DM1 drug. Figure adapted from Wakankar et al."”

©2015 Waters Corporation 19
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MSE Chromatograms (LC/MS): Waters
T ryps i n THE SCIENCE OF WHAT'S POSSIBLE.”

Trypsin Peptide Mapping

Ttem name: 20150423-YEA615-LXC-MSE-70min-Rochel335-01
Channel name: 1: TOF MS* BPI (100-2000) 6eV ESI+

6e6-
2076 29.8730.40
\
5e6] 17.32
Tmab DM1
1244 1481 470 1850 |/ a
4eb— \
3143 37.38
3 2108 Kadcyla
E
S 3e6
= 18.58 3153
& 8.32 1122 e )
‘ 24.97 1 I
267 -849 1312 1 I
\ 1 I
16.26 1 I
le6-) 1249
352 582 ! 4.94 1
A 474 ! 319 A 4040 1
. / .
o A A 2 L I PN L IV I
T T v T & g ( r & 7
479 10.57 1 1
1 3494 1
1e6- 357 557 I 1
1252 15.78 1 !
1636 1 1
2e6-] I 1
B 1313 el o o
§ -8.54 1125
§ 3eb 8.35 1858 24.97 \
= 3153
o
o6 146 37.35
\
14.8317.01 | 3143
5e6-| 1348 1420 1950 (2090 \
27.56 30.41 Tr ' ] b
17.34 a
2076
6e6-] _29.87
r T T r T r r T T r T r T r r T r r T r T
5 75 10 125 15 175 20 225 25 2715 30 325 35 375 40 425 45 475 50 525 55

Retention time [min]
Item name: 20150423-YEAGL5-LXC-MSE-70min-Tmab-01
Channel name: 1: TOF MSE BPI (100-2000) 6eV ESI+

©2015 Waters Corporation 20



MSE Chromatograms (LC/MS):

AspN

AspN Peptide Mapping
2:D3 unmodified

Item name: 20150424'YEA615*LXC'MSE'TOITIiH'RDCh-El335*ASpN*01
Channel name: 1: TOF MSE® BPI (100-2000) 6eV ESI+ ™=

a b
Woaters

THE SCIENCE OF WHAT'S POSSIBLE.”

2:D3 lys-conjugated

~==
11 L
[ 1! Tmab DM1
Se6 [ a8 o8 2092 11
i 1 1 19.05 -27.02 : L K d I
1 1 2972 3716 1 1 a Cy a
4eb 1 1 ) 1 1
1 : 1649171 3128 1 :
)
2 3e6] : [ 2554 || |2758 : 1
S 1208 - :
5 5.6 :332: : :
- 8.25
2e67] 1 : 16.39 20,07 1 :
I I D8.97- 1 I
1 3365 1
15 AN o 11
Sl 18.19 212 2409 2538 3733 11
711 h‘ 144
0 ;'\ ; 1 : s v . a2 < ) 1 = :\A 1 rAA A
1 ’ v ) ) 3061 1
711 g1 20| | ‘ 3531 - Pl
1e6 124 1 1820 2212 33.67 ’ 1 1
il 017 24,08 P
1! L
2e6-] 1 : L
— 1 1 1
£ s 86 825 1|1 16.37 11
£ ;
2 30 1 2007 I
= 1208 :.3.32| 255 : I
S | b7.58
1 (LR e 11
4e6 11 11
11 3120 1
Tmab
oo 1 : 1907 2972~ | : a
1 1 1
I 2702 I
- 2183 | 2658 L2
. : : : r . . r : : r . : . : : r . : . :
5 75 10 125 15 175 20 25 25 275 30 325 35 375 40 425 45 475 50 525 55

Item name: 20150424-YEA615-LXC-MSE-70min-Tmab-AspN-01
Channel name: 1: TOF MS* BPI (100-2000) 6eV ESI+

©2015 Waters Corporation

Retention time [min]
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UV 254 Chromatograms:

Trypsin Digest

Item name: 20150423-YEA615-LXC-MSE-70min-Roche1335-01
Channel name: TUV 254 : Background Subtracted

&
Waters

THE SCIENCE OF WHAT'S POSSIBLE.”

0.001 -31.38

0.00075- Tl ] |ab DMl
=) 476
g - » Kadcyla
g X
5 15781635 1838 444 37.38
£ 0.0005 1471
2
2
B
k]

0.00025-

850
431
w | 621833
; 2076
1123 1271 LV 701 2318
41152 4903
-2001 2365 4126 1/ \ 5030
2075 4295 4450 4523 4660475

0.00025- 8.5
5
=
g
c
©
£ 00005 30.40
a
@
=
2 1473 1636

0000751 48l 185 2001 37.36

' 24.96 3138 Tl | |ab

0.001
r r ‘ . . ‘ . ‘ . ; ‘ r r r ‘ ; ‘ ; .
5 75 10 125 15 17.5 20 225 25 275 30 325 35 375 40 425 45 475 50

Item name: 20150423-YEA615-LXC-MSE-70min-Tmab-01
Channel name: TUV 254 : Background Subtracted

©2015 Waters Corporation

Retention time [min]
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B at

Control mAb & Lysine-Conjugated Sample Waters
UV 254 Chromatograms: AspN Digest THE SCIENCE OF WHAT'S POSSIBLE.

Ttem name: 20150424-YEA615-LXC-DDA-70min-Rochel335-AspN-01
Channel name: TUV 254 : Background Subtracted : Background Subtracted

26.50
0.0015
2 Kadcyla
o 0.001 15.08 y
=
2 2083 37.10
Q
2z
2
s 1633 2550
= 0.0005
: T 1218
1205 20.78
\ 17072813 2010 2178
13.27 L.WJ M
0]
) [ (“"’1
2.00 13.25
/
12.03
0.0005
5 12.18
=
g
H
a 25.50
H 16.33
8
= 0.001 20,83 37.08
2 15.08
0.0015
_26.50
T T T T T T T T T T T T T T T T T T
10 125 15 17.5 20 225 25 275 30 325 s 375 40 425 45 475 50 525

Retention time [min]
Item name: 20150424-YEA615-LXC-DDA-70min-Tmab-AspN-01

Channel name: TUV 254 : Background Subtracted : Background Subtracted
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2:T19-

20

Conjugated Peptides Elute in Pairs

o

Waters

THE SCIENCE OF WHAT'S POSSIBLE.”

Item name: 20150423-YEAGL5-LXC-MSE-70min-Roche1335-01 : o ;:";_Tl;é%;n’” rbamidomethyl C (3) [2 8 11], DML-MCC B0} H
Channel name: 1: +859.0123 (10.0 PPM) +859.2083 (10,0 PPM) +859.4089 (10.0 PPM) +850.6091 (10.0 PPM) +859.8092 (10.0 PPM) +860.0098... ragment el =1 ,
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Item name: 201504 24-YEAGLS-LXC-DDA-70min-Rochel335-Asph-01
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2:D7 Lys site 124
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2:D7 Lys site 136
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Peptide Mapping Results
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Variable Fab

1:7T10-11*

Light Chain

Constant Fab

1:712-13* | vyes 3 yes 3 1:D6
1:T13-14* yes 3 yes >5
1:714-15* yes >5 yes >5 yes 0 yes 1 1:D8
1:T15-16* yes >5 yes >5 yes >5 yes 3 1:D9
1:T16-17* yes >5 yes >5
1:T17-18* yes 3 yes >5 yes >5 yes >5 1:D10
1:T18-19* yes >5 yes >5

2:T2-3* yes >5 yes >5 yes >5 yes >5 2:D1

2:T4-5* yes >5 yes >5 yes >5 yes >5 2:D2

2:77-8" yes 2 yes 3 yes >5 yes 3 2:D3

2:79-10* yes >5 yes >5 yes >5 yes >5 2:D4
2:T12-13* yes >5 yes >5
2:T13-14* yes 1 yes >5 2:D7
2:714-15*

2:T15*
pY e = yes >5 yes >5 2:D8
2:T16-17* yes 0 yes 0
2:T17-18* yes >5 yes 4 2:D9
2:T18-19*
2:T19-20"
2:T20* yes >5 yes >5 2:D10

2:T20-21" yes 5

2:T22-23"

2:723-24* yes >5
2:T24* yes 1
2:T26-27* yes >5
2:T27-28* yes 1
2:728-29* yes 3
2:729-30* yes >5
2:T30-31* yes >5

2:T31-32*

2:T32-33*

2:T35-36*

2:T39-40*

>5

2:D15

2:T41-42*

yes

>5

yes

2:D19

B
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18
18
e Variable FAB 16 Constant FAB
14 14 -
2l ” Light Heavy
2 | Light Heavy
) 10 T
-IE g mBatch1 T mBatch1
5 ) WBatch 2 8 I mBatch2
> 6
AER !
x|, | 5ind
5 42 107 30 43 65 76 124 0 -
Lyb Site 136 216 217 126 145 149 169 183 188 190 207
Lys Site
16
Constant Fc
2
n
c
)
E mbBatch1
G_) mbBatch 2
2
-}
L
[0)
o
225,249 249 249,251 277 291,293 293 323 325 329 337 343 363 395 17 442
2 Lys Site
29



Key Technologies for ADCs

= LC-UV

— ACQUITY UPLC H-Class System with TUV Detector
(or, ACQUITY UPLC H-Class Bio System)

— Empower 3 Software

= LC-MS

= Waters Biopharmaceutical Platform Solution with UNIFI:
— ACQUITY UPLC H-Class System with TUV Detector
— Xevo G2-XS QTof Mass Spectrometer
— UNIFI Scientific Information System

= 2D LC-MS

— ACQUITY UPLC H-Class Bio System with 2D Technology
— Xevo G2-XS QTof Mass Spectrometer
— UNIFI Scientific Information System

A

Waters

THE SCIENCE OF WHAT'S POSSIBLE.”

= Columns

NI~

SCIENTIFIC INFORMATION SYSTEM

Hydrophobic interaction (HIC): Protein-Pak HiRes HIC
Intact & subunit analysis: ACQUITY UPLC Protein BEH C4
Peptide mapping: ACQUITY UPLC Peptide CSH C18
Released glycan analysis: ACQUITY UPLC Glycan BEH

Size exclusion chromatography:
ACQUITY UPLC Protein BEH SEC

Bioseparations Columns Advisor

www.waters.com/ADC

©2015 Waters Corporation
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http://www.waters.com/waters/nav.htm?cid=134751069
http://www.waters.com/waters/nav.htm?cid=10138533
http://www.waters.com/waters/nav.htm?cid=513188
http://www.waters.com/waters/nav.htm?cid=10195515
http://www.waters.com/waters/nav.htm?cid=134798222
http://www.waters.com/waters/nav.htm?cid=134801359
http://www.waters.com/waters/nav.htm?cid=134796700
http://www.waters.com/waters/nav.htm?cid=10203030
http://www.waters.com/waters/nav.htm?cid=134751069

Woaters

CO ntri b utors & M ore Detai I S THE SCIENCE OF WHAT'S POSSIBLE®
Acknowledgements ADC Resources
= Weibin Chen = Waters.com/ADC
- Henry Shion — Molecular insights video

] — Presentations by collaborative industry thought
= Robert Birdsall leaders on ADCs (Slideshare)

— Case studies & applications work

= Ying Qing Yu

= Liuxi Chen
Key application notes

= Automating the Determination of
Drug-to-Antibody Ratio (DAR) of Antibody Drug
Conjugates (ADCs) Based on Separation by
Hydrophobic Interaction Chromatography (HIC)

= Development of Integrated Informatics Workflows
for the Automated Assessment of Comparability
for Antibody Drug Conjugates (ADCs) Using LC-UV
and LC-UV/MS
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http://www.waters.com/waters/nav.htm?cid=134751069
http://www.waters.com/waters/library.htm?cid=134751069&lid=134819475
http://www.waters.com/waters/library.htm?cid=134751069&lid=134819475
http://www.waters.com/waters/library.htm?cid=134751069&lid=134819475
http://www.waters.com/waters/library.htm?cid=134751069&lid=134819475
http://www.waters.com/waters/library.htm?cid=134751069&lid=134844204
http://www.waters.com/waters/library.htm?cid=134751069&lid=134844204
http://www.waters.com/waters/library.htm?cid=134751069&lid=134844204
http://www.waters.com/waters/library.htm?cid=134751069&lid=134844204

| COLLABORATE. INNOVATE. SUCCEED. | e

Thank you
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