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The increasing need for new therapeutics that target
different mechanisms of action, and methods for earlier
diagnosis require increased understanding of disease
processes and progression. Fundamental to this is the
ability to distinguish between healthy and disease states.
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Figure 5: 1L-13 as Efficacy Marker for Asthma
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Figure 6: Increase [IL-17A] & [IL-17F] Correlate with RA
Ultra-high sensitivity improves S/N response of samples, thereby
Improving precision.

Combining the results from the two biomarkers allows for disease
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Figure 3: Single Molecule Counting™ Technology
Single molecule counting is performed inside individual wells. A
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Figure 4: Shifting the Paradigm: Previously undetectable, accurate measurement at various levels of dilution.

Quantified

New Biomarker discovery * Monitor small changes in analyte levels
* Follow PK studies for longer time courses * Micro-dosing studies
for improved tox studies

Figure 7: mHTT is Quantifiable in Mutation Carriers, not Control
Participants in 2 Independent Cohorts

CSF mHTT levels are significantly elevated in manifest HD compared to
premanifest HD carriers.

® The sensitivity allows the use of mouse models for low volume
testing & the specificity enables testing the efficacy of potential
therapeutics.
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